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REPLICACAO DO CITRUS LEPROSIS VIRUS C EM MUTANTES DE ARABIDOPSIS
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RESUMO - A leprose dos citros € uma doenga causada pelo Citrus leprosis virus C (CiLV-C) e
transmitida por acaros da espécie Brevipalpus yothersi. Os sintomas tipicos da leprose séo lesdes
necréticas ou clordticas localizadas no local de alimentacdo do &caro. Distinto de outros fitovirus
comuns, o CiLV-C ndo se movimenta sistemicamente na planta hospedeira. Neste trabalho
analisou-se o papel do mecanismo de silenciamento de RNA durante a infecgdo do CiLV-C em
Arabidopsis thaliana. Primeiramente, avaliou-se a expressdo de genes associados a via de
silenciamento de RNA em plantas selvagens infectadas com o virus mediante o uso da RT-gPCR.
As andlises dos perfis de expressado dos genes RDR1, RDR6, DCL2, DCL4 e AGO2 mostraram-se
alterados durante o curso da infec¢do. A replicagdo e o movimento sistémico do CiLV-C foram
avaliados em dois genétipos de Arabidopsis triplo-mutantes para os genes-chaves dcl2/3/4 e
rdrl/2/6. Quando comparadas com as plantas selvagens, ambas as mutantes apresentaram um
maior numero de folhas sintomaticas e os sintomas foram mais severos e com titulos virais
superiores. Os resultados sugerem que, embora o silenciamento de RNA reduz a replicagao viral,
0s genes avaliados ndo sao responsaveis por restringir o movimento sistémico do CiLV-C nas
plantas. O virus nédo foi detectado nas folhas e nas raizes das mutantes quando avaliados por meio
de RT-gPCR, utilizando sondas Tagman®. Novas andlises com outros genes chaves do
silenciamento de RNA estdo em andamento e irdo contribuir para determinar o papel do

mecanismo de RNAI na restri¢cdo da infec¢ao pelo CiLV-C.
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ABSTRACT - Citrus leprosis disease is caused by Citrus leprosis virus C (CiLV-C) and transmitted
by the mite species Brevipalpus yothersi. Typical leprosis symptoms are necrotic or chlorotic lesions
localized around the mite feeding sites. Unlike common plant viruses, CiLV-C does not move
systemically in any of their known host plants. In this work we analyzed the role of RNA silencing
during CiLV-C infection in Arabidopsis thaliana. First, was assessed the expression of genes
associated with RNA silencing pathway in wild type Arabidopsis plants by RT-gPCR. Results
showed that the gene expression profiles of genes RDR1, RDR6, DCL4, DCL2 and AGO2 were
altered during the course of the infection by CiLV-C. Moreover, replication and systemic movement
of CiLV-C were evaluated in two A. thaliana mutant genotypes for core genes of the RNA silencing
mechanism (dcl2/3/4 and rdrl/2/6). When compared with the infection in wild type plants, both
mutant genotypes showed a greater number of symptomatic leaves. Besides, in these leaves
symptoms were more severe and viral loads were significantly higher. Our results demonstrated that
although RNA silencing reduces viral replication, the assessed genes are not responsible for
restricting the systemic movement of CiLV-C in plants. The virus was not detected either in systemic
leaves or roots of the mutants by using Tagman® RT-gPCR. New analyses testing new mutant
plants for other RNA silencing genes are in progress to definitively determine the role of the RNAI

mechanism on the locally-restricted phenotype of the CiLV-C infection.
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